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• Enter terms and click Preview to see only the number of search results. 

• To combine searches use # before search number, e.g., (#2 OR #3) AND asthma. 

Search Most Recent Queries Time Result 

#14 Search SecD Field: All Fields, Limits: Modification Date to 2000/05/12 16:24:37 21 

#11 Nucleotide Neighbors for Nucleotide (Select 3982834) 15:43:19 3 

#10 Nucleotide Links for PubMed (Select 9826342) 15:43:14 i 

Add Term(s) to Query or View Index: 

• Enter a term in the text box; use the pull-down menu to specify a search field. 

• Click Preview to add terms to the query box and see the number of search results, or click 
Index to view terms within a field. 
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1: AW340931 

.xy51d:09.xl NCI_CGAP_Lu34 . 1 Homo sapiens cDNA clone IMAGE : 2856689 3' similar 
SW:SECD_ECOLI P19673 PROTEIN -EXPORT MEMBRANE PROTEIN SECD. ;, MRNA sequence 
gi|6837557|gb|AW340931.l| [6837557] 



2: L77117 

Methanococcus jannaschii complete genome 
gi I 662 62 55 |gb|L77117. 1 |L77117 [662 6255] 

3: L42023 

Haemopliilus influenzae Rd complete genome 
gi |6626252 |gb|L42 02 3 .l|L42 023 [662 62 52] 

4: AF179925 

Citrobacter freundii general protein secretion patliway subunit SecD gene, 
complete cds 

gi I 58343 81 |gb|AF179925 .1 |AF179925 [5834381] 
5: AL023591 

Mycobacterium leprae cosmid B12 59 

gi I 313 6004 |emb |AL0235 91. 1 |MLCB125 9 [313 6004] 



8: AF163861 

Enterobacter aerogenes SecD protein (secD) gene, complete cds 
gi I 55247 05 |gb|AF163 861 . 1 |AF163 861 [5524705] 

9: AE001752 

Thermotoga maritima section 64 of 136 of tlie complete genome 
gi I 49813 85 |gb|AE0 01752 . 1 1 AE001752 [4 9813 85] 

10: AE000652 

Helicobacter pylori 26695 section 130 of 134 of tlie complete genome 
gi I 2314720 |gb| AE000652 . 1 | AE000652 [231472 0] 

11: AE001567 

Helicobacter pylori, strain J99 section 128 of 132 of tlie complete genome 
gi I 4156065 |gb|AE001567 . 1 |AE0 01567 [4156065] 

12: AF100611 

Salmonella clioleraesuis SecD (secD) gene, complete cds 
gi I 3 983167 |gb|AF100611 . 1 |AF100611 [3 983167] 

13: AF085217 

Brucella abortus putative membrane protein (yajC) gene, complete cds; and 
putative membrane protein (secD) gene, partial cds 
gi I 3 982 834 |gb| AF0 85217 . 1 1 AF085217 [3 982 834] 



6: E14452 \ 

PGR primer for garning Escliericliia SecD/F gene 
gi|570913 5|dbj |E14452.l| | pat | JP | 1997313 191 | 2 [57 09135] 




7: E14451 

PGR primer for gain 
gi I 5709134 | db j |E144: 




Eschericliia 'SecD/F gene 
,| |pat I JP| 1997313191 I 1 [5709134] 



^14 : ,AI088989 

ou87g06.sl Soares_NSF_F8_9W_OT_PA_P_Sl Homo sapiens cDNA clone IMAGE : 1634842 3' 
similar to SW : SECD_ECOLI P19673 PROTEIN -EXPORT MEMBRANE PROTEIN SECD , ;, MRNA 
sequence 

gi I 342 804 8 |gb| AI088 989. 1 1 [342804 8] 
15: AF024506 

Bacillus subtilis SecDF protein (secDF) gene, complete cds 
gi I 322 0155 |gb I AF024506 . 1 1 AF024506 [322 0155] 

16: U32710 

Haemopliilus influenzae Rd section 2 5 of 163 of the complete genome 
gi I 15732 00 |gb|U32710 . 1 |U32710 [15732 00] 

17: U67468 

Methanococcus jannascliii section 10 of 15 0 of tlie complete genome 
gi I 15908 82 |gb|U67468 . 1 lU67468 [15 908 82] 

18: U82664 

Escherichia coli minutes 9 to 11 genomic sequence 
gi I 1773 084 |gb|U82 664 . 1 |ECU82 664 [1773 084] 

19: X85969 

S.coelicolor secD, secF & apt genes 
gi|7582 87 |emb|X8596 9.1 |SCSECAPT[7582 87] 

20: X56175 

Escherichia coli secD and secF genes for membrane proteins involved in protein 
export 

gi I 42 92 9 I emb | X56175 . 1 1 ECSECDF [42 92 9] 
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1 : AAD5 3 94^ 

gener*ai protein secretion pathway subunit SecD [Citrobacter freundii] 
gi''|5834382|gb|AAD53945.l| [5834382] 

2: CAA19080 

protein export membrane protein SecD [Mycobacterium leprae] 
gi I 3136009 I emb | CAA19080 . 1 1 [313 6009] 

3: AAD44348 

SecD protein [Enterobacter aerogenes] 
gi I 5524 706 |gb |AAD4434 8 . 1 | [5524 706] 

4: AAD35942 

protein-export membrane protein SecD, putative [Tliermotoga maritima] 
gi I 4 9813 94 |gb |AAD35942 . 1 |AE001752_9 [4 9813 94] 

5: AAD08588 

protein-export membrane protein (secD) [Helicobacter pylori 26695] 
gi|2314730|gb|AAD08588,l| [2314730] 

6: AAJD07024 

PROTEIN -EXPORT MEMBRANE PROTEIN [Helicobacter pylori J99] 
gi I 4156069 |gb |AAD07024 . 1 1 [4156069] 



7: AAC83834 

SecD [Salmonella ctioleraesuis] 

gi |3 983168 |gb|AAC83 834 .1 1 [3 983168] 

8: AAC83691 

putative membrane protein [Brucella melitensis biovar Abortus] 
gi I 3 982 83 6 |gb| AAC83 691 . 1 1 [3 982 83 6] 

9: AAC83690 

putative membrane protein [Brucella melitensis biovar Abortus] 
gi |3 982 835 |gb|AAC83 690, 1 | [3 982 83 5] 

10: AAC31122 

SecDF protein [Bacillus subtilis] 
gi|3220156|gb|AAC31122.l| [3220156] 

11: AAC21908 

protein-export membrane protein (secD) [Haemopliilus influenzae Rd] 
gi I 15732 05 |gb|AAC2190 8.l| [15732 05] 

12: AAB98092 

protein translocase, subunit SECD (secD) [Metlianococcus jannasctiii] 
gi I 15 90 887 |gb|AAB980 92 . 1 | [1590887] 

13: AAB40164 

protein-export membrane protein SecD [Esclierichia coli] 
gi I 1773 092 |gb|AAB4 0164 . 1 | [1773 092] 

14: CAA59956 

adenine phosplioribosyltransf erase [Streptomyces coelicolor A3 (2 ) ] 



